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Name and Academic Title Zenke, Martin - Univ.-Prof. Dr. rer. nat.
07.08.1953 in Korbach/Waldeck (Germany)
Current Position Full Professor of Cell Biology (C4), Chairman and Director of Institute

for Biomedical Engineering — Cell Biology, RWTH Aachen University

Affiliation

Institution RWTH Aachen University
Institute/Department Institute for Biomedical Engineering, Department of Cell Biology
Address RWTH Aachen University Medical School

Pauwelsstrasse 30
52074 Aachen
Helmholtz Institute for Biomedical Engineering
RWTH Aachen University
Pauwelsstrasse 20
52074 Aachen
+49-241-80-80760 (office)
+49-241-80-82008 (Fax)
martin.zenke@rwth-aachen.de (email)
www.molcell.de
www.stemcellfactory.de

University Education

1979 - 1982 Graduate studies in Molecular and Cell Biology, Institute for Virus Research, German

Cancer Research Center (DKFZ), Heidelberg, Germany
1972 — 1978 Studies in Chemistry/Biochemistry and Medicine, Philipps-University, Marburg,

Germany

Academic Qualifications

1992

1982
1978

Scientific Career

since 2003

2011 - 2014

1995 - 2003

1988 - 1995

1985 - 1988

1982 - 1985

Lecture qualification (Habilitation) in Molecular Genetics, Faculty of Life Sciences,
Vienna University, Vienna, Austria

PhD, Faculty of Life Sciences, Ruprecht-Karls-University, Heidelberg, Germany
Diplom (Master), Chemistry/Biochemistry, Philipps-University, Marburg, Germany

Professor of Cell Biology (C4) and Chairman, Institute for Biomedical Engineering,
Department of Cell Biology, Faculty of Medicine and Helmholtz Institute for
Biomedical Engineering, RWTH Aachen University, Aachen, Germany

Managing Director Helmholtz Institute for Biomedical Engineering (3 years legislative
period), RWTH Aachen University, Aachen, Germany

Research Group Leader (C3), Max-Delbriick-Center for Molecular Medicine (MDC),
Berlin, Germany

Junior Scientist and Group Leader, Institute of Molecular Pathology (IMP), Vienna,
Austria

EMBL Fellow and Staff Scientist, Differentiation Programme, European Molecular
Biology Laboratory (EMBL), Heidelberg, Germany

Postdoctoral Fellow (DFG), Université Louis Pasteur, Faculté de Médedine,
Strasbourg, France
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Editorial Board Journal Biological Chemistry

Member of “Gene Technology Monitoring Program” of Berlin-Brandenburg Academy
of Sciences and Humanities, Berlin, Germany (since 2013)

Initiator and coordinator of StemCellFactory project (www.stemcellfactory.de; since
2010)

Member of “Central Ethics Committee for Stem Cell Research”, Federal Ministry of
Education and Research (BMBF) and Federal Ministry of Health (BMG), Berlin,
Germany (since 2008)

Secondary affiliation at the Faculty of Mathematics, Computer Science and Natural
Sciences, RWTH Aachen University, Aachen, Germany (since 2005)

Steering Committee “Stem Cell Network North Rhine-Westphalia”, Disseldorf,
Germany (since 2004)

Ad hoc Review Activities (Journals, selection):

Genes & Development, EMBO Journal, Blood, Development, EMBO Reports, Nature
Biotech., Nature Rev. Mol. Cell Biol., Genome Biol., J. Gene Med., Gene, J. Mol.
Med., J. Cell Sci., Int. J. Biochem. Cell Biol., Oncogene, Differentiation, Cancer
Letters, Immunobiology, Proc. Nat. Acad. Sci. USA, BBA, Cells Tissues Organs, Mol.
Thera., PLoS Biology, Exp. Hematol., J. Biochem., J. Immunol., PLoS ONE, Trends
Biotechn., Exp. Opin. Biol. Ther., Stem Cells; Eur. J. Cell Biol., Dev. Biol., Nucl. Acid
Res., Stem Cells Dev., PLoS Genomics, J. Biol. Chem., Scientific Reports, Immunity,
J. Exp Med., Nature Commun., Nature Immunol., Stem Cell Reports

Ad hoc Review Activities (Institutions, selection):

European Commission, Brussels, Belgium; German Research Foundation (DFG),
Bonn, Germany; Human Frontier Science Program (HFSP), Strasbourg, France;
Ministere de la Recherche de la France, Paris, France; NOW-Council, Earth and Life,
Den Haag, The Netherlands; Boehringer Ingelheim Fonds, Ingelheim, Germany;
Austrian Science Fund (FWF), Vienna, Austria; Center National de la Recherche
Scientifique (CNRS), Paris, France; National Medical Research Council (NMRC)
Singapur; Norwegian Research Council, Oslo, Norway; Spanish Ministry of Science
and Innovation, Madrid, Spain; Medical Research Council (MRC), London, UK;
Alexander von Humboldt Foundation, Bonn, Germany; Melinda and Bill Gates
Foundation, Seattle, USA; European Research Council (ERC), Brussels, Belgium
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F., Ettmayer, P., Wagner, W., Koschmieder, S., Brimmendorf, T. H., Valent, P., Chatain, N., and
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The role of Nav1.7 in human nociceptors: insights from human iPS cell-derived sensory neurons of
erythromelalgia patients. Pain, 160, 1327-1341.

Sontag, S., Forster, M., Qin, J., Wanek, P., Mitzka, S., Schiler, H. M., Koschmieder, S., Rose-John,
S., Seré, K., and Zenke, M. (2017). Modelling IRF8 deficient human hematopoiesis and dendritic cell
development with engineered induced pluripotent stem cells. Stem Cells 35, 898-908.
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methods for DNase sequencing experiments. Nature Methods 13, 303-309.

Lin, Q., Chauvistré, H., Costa, I. G., Gusmao, E. G., Mitzka, S., Haenzelmann, S., Baying, B., Klisch,
T., Moriggl, R., Hennuy, B., Smeets, H., Hoffmann, K., Benes, V., Seré, K., and Zenke, M. (2015).
Epigenetic program and transcription factor circuitry of dendritic cell development. Nucleic Acids Res.
43, 9680-9693.
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and inflammation. Immunity 37, 905-919. with Commentary by Romani, N., Tripp, C. H. and Stoitzner,
P. (2012). Langerhans cells come in waves. Immunity 37, 766-768.
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Ko, K., Arauzo-Bravo, M. J., Tapia, N., Kim, J., Lin, Q., Bernemann, C., Han, D. W., Gentile, L.,
Reinhardt, P., Greber, B., Schneider, R. K., Kliesch, S., Zenke, M., and Schdéler, H. R. (2010). Human
adult germline stem cells in question. Nature 465, E1; discussion E3.
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stem cells by reprogramming with two factors. Nature 454, 646-650.
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Hieronymus, T., Wobus, A. M., Miller, A. M. and Zenke, M. (2008). Pluripotency associated genes
are reactivated by chromatin modifying agents in neurophere cells. Stem Cells 26, 920-926.
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Rose-John, S., Yokota, Y. and Zenke, M. (2003). Transcriptional profiling identifies 1d2 function in
dendritic cell development. Nature Immunol. 4, 380-386.
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Regulation and function of transcription factor GATA-1 during red blood cell differentiation.
Development 122, 3839-3850.
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differentiation and regulation of the erbA target gene CAIll. Genes Dev. 5, 2033-2047.
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N., Engel, D., and Beug, H. (1988). v-erbA specifically suppresses transcription of the avian
erythrocyte anion transporter (band 3) gene. Cell 52, 107-119.
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Requirement of stereospecific alignments for initiation from the Simian Virus 40 early promoter.
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